GEP-EMPOP COLLABORATION

The EMPOP database (EDNAP MtDNA Population Database) is a project which main objective is to offer a collection of mtDNA control region haplotypes to the scientific community (www.empop.org). The project includes the possibility of searching specific sequences in the database, with the aim of providing matches between the searched haplotype and the ones in the database.

The database is managed by the Institute of Legal Medicine, Innsbruck Medical University and contains sequences that were sent by forensic and population genetics labs. EMPOP is a high quality database since data are carefully checked (for instance, quality control and phylogenetic analysis) before their inclusion in the database. 

Currently (release 1) EMPOP contains the following 5173 haplotypes:

· 4476 haplotypes from West-Eurasia

· 162 haplotypes from East-Asia

· 187 haplotypes from South-East-Asia

· 348 haplotypes from Africa

In order to contribute with useful mtDNA data to this project, the mtDNA working group of the GEP proposes to you a participation in EMPOP through the GEP, sending haplotypes from samples that we have already analyzed in our labs, to the database. Other ISFG working groups (as the Italian speaking GEFI) did the effort of sending the data together (as a group). Due to the wide variability of populations that we have in the GEP group, we have thought that it would be very useful the remittance of our data, since some of our populations are not represented in EMPOP yet.

This is an ambitious project but very useful for all of us and we intend to give an important contribution to the forensic community. It is not necessary to do an effort in analyzing new samples, but this project requires compiling and putting in order our mtDNA data. On the other hand, this can be useful for us if we want to publish our data in a journal because if the EMPOP filter is overcome, we can be sure that our data are correct. 

There are two ways for participating in EMPOP:

a) Sending literature data, which requires to send a table containing the haplotypes

b) Sending forensic data, which requires sending raw data (all electropherograms, forward and reverse reactions from each sample) and a table with the readings of the samples.

We think the first option is easier to start this collaboration, so we kindly apply for labs that were interested and had population data to participate in the project. The GEP offers you assistance in the preparation and remittance of the data. In a second phase, if some lab wants to send forensic data, the GEP can also give you support and help in preparing the raw data, nomenclature, remittance format and checking of some haplotypes (electros) to let you know if EMPOP standards were overcome.

There are three GEP labs that already sent their data to EMPOP and know how to proceed: Toxicología y Ciencias Forenses from Barcelona, Toxicología y Ciencias Forenses from Madrid and Universidad de Buenos Aires. I got in touch with them and they kindly accepted to be advisors in this collaboration. 

To speed up and facilitate the teamwork we are sending you two documents with useful information:

a) A document containing the basic norms to participate in this collaboration

b) The instructions that EMPOP sends to the labs that want to contribute in the database but translated to Spanish 

Please contact me at lourditasmt@ya.com
Thank you very much for your collaboration!

Lourdes Prieto
