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YEMNPs

Y-GATA-H3

General Informations

»There are differences in allele designations at the GATA HA marker between those recommended in the Applied Biosystems AmpFSTRE Yiiler™ polymerase chain reaction amplification kit (Applied
Biosystems, Foster City, CA, United States) and the 1SFG recommendations. The nomenclature far the GATA H4 marker in the Yfiler kit is based on the allele repeat structure defined by the National
Institute of Standards and Technology Standard reference material (SRM) 2355 and the waork of #8EF Butler et al. 2002, In the Yfiler kit the variable core repeat (TAGA) is used to designate the alleles (such as
alleles 8=13 in the allelic ladder of the Yiiler kit) (see I MIST ¥-5TR Web site and FREEIMulern et al. 2008). Furthermaore, the Yfiler kit primers amplify the region now designated as the GATA H4.1 locus as
defined by #EEAGusman et al. 2002 and recommended by the ISFG DMA Commission (#EE Gusman et al. 2006). The GATA H4.1 locus structure consists of a core repeat region designated as AGAT and
norvariable tetranucleotide repeats ((AGAT)a CTAT(AGAT)z (AGGT)z (AGAT)N ) that are considered for allele number designation under the ISFG recommendations. Thus, there is a difference in allele
nomenclature that depends on whether or not the noreariable region is included. « (taken from F88 Mulero et al. 2006)

This database is using the Applied Biosystems AmpF/STRE Yfiler™ nomenclature. In order to convert the allele nomenclature according to the ISFG recommendations (#2Ef Gusmao et al.
2006} add +9 repeat units (FEd Mulero et al. 2006).

GATA H4 (YF+16)

(AGAT), | CTAT | (AGAT), | (AGAT), | (AGAT), | N,

(AGAT), | CTAT | (AGAT), | (AGAT), | (AGAT),

GATA H4.1 (YF+9) GATA H4.2

Y-Filer - NIST (TAGA) (Butler et al, 2002, For. Sci. Int.)
ISFG (YF+9) (Gusmao etal, 2002 y 2006, For Sci Int.)
(Mulero et al, 2006, J. For Sci.)
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Figure 1. The relative location of various PCR primers and designated STR repeat nomenclatures for the Y-STR
locus GATA-H4. The reference sequence used is GenBank accession G42676 (submitted May 1999 by White et al.).
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Conclusiones

Si bien el nimero de discrepancias es alto
estan concentradas en un reducido numero
de laboratorios

Mayor numero de discrepancias en Cr-X que
en Cr-Y

Envio de electroferogramas con la corrida
del Size y Ladders.

Chequear controles (Ladders o muestras
controles)



Muchas gracias!!
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