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Background 

M8 – Human + Non-human blood (horse) 

Forensic Module: 
- 88 registered labs 
- 54 labs send results 

- 29 labs send results/observations for M8 



Results summary for M8 

  2013 2012 2011 

Participating Laboratories 29 37 45 

Inconclusive/wrong results 23(79%) 

Identify non-human 6(21%) 

DOG CAT HUM/HORSE 



Inconclusive/Wrong – 23 (79%) 
1. No methodology for detection of non-human material 

  
NO 

methodology 
Does not 
exclude 

Excludes 
Detects extra peak near 

Amelogenin 
Detects extra peak in 

D8S1179 (PP21) 

20287 x x   x   
20289 x x       
20291 x x       
20294 x x       
20303 x x       
20305 x x       
20346 x         
20347 x     x   
20352 x         
23196 x   x     
23197 x     x x 
23385 x x   x   
23394 x x   x   
23399 x     x   
23413 x     x  x 

Answers “2” (no non-human contribution), but 
justifies this because the lab does not have the 
methodology 



2. Wrong conclusions 

  Methodology 
Does not 
exclude 

Excludes 
Detects extra peak near 

Amelogenin 
Detects extra peak in 

D8S1179 (PP21) 

20293 mtDNA (CytB)   x     

20309 mtDNA (CytB)   x x   

20324 ?   x     

20307 ?   x     

20308 ?   x     

20350 ?   x     

20358 ?   x     

20360 ?   x     

Applied the methodology but only 
detected human contribution 



Identify non-human – 6 (21%) 

  
Detects extra peak 
near Amelogenin 

Detects extra peak in 
D8S1179 (PP21) 

Methodology Species 

20292     mtDNA (CytB) Equus caballus 

20299     mtDNA (CytB) Caballo 

20300     mtDNA (CytB) Equus caballus 

20304     mtDNA Equus caballus 

20317   x ? EQUINO 

23198 x   Mass Spect. Equus caballus 



Extra peaks 

Identifiler Plus 

Powerplex 16 HS 

Near Amelogenin 



Literature (manuals + scientific publications) 

IDENTIFILER 



POWERPLEX 



Extra peaks 

Powerplex 21 

In D8S1179 

Powerplex 16 HS 

≈100 bpS 

? 



Methodology 
Sequencing of specific mtDNA regions (CytB, rRNA, etc.) 



WHAT IF 
 

determining the species were as simple as STR genotyping? 



SPID2716 SPID1350 SPID639 SPID1051 SPID2975 SPID2173 

Human 

Mix 

Human/Horse 

Horse 

SPInDel v.3 

...Presentation of the GHEP Non-Human Forensic Genetics Working Commission – Col. Exerc. 

First version in Pereira F et al., 2010, Nucleic Acid Res 38(22):e203 


