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Estudio practico forense. Nivel basico

- M4: muestra forense para analisis genetico.

" ¢Podria la muestra forense M4 corresponderse con una mezcla de
fluidos? Establezca la naturaleza del componente o de los posibles
componentes de la misma.

" ¢Podria haber contribuido a la muestra M4 alguno de los donantes
de las muestras de referencia M1, M2, M3?

Estudio practico forense. Nivel avanzado

- M7: muestra forense para identificacion de fluidos y analisis
genetico

" Indique la naturaleza de los componentes y el nimero minimo de
contribuyentes detectados en las muestras M6, M7 y M8.

" ¢Podria haber contribuido a la muestra M7 alguno de los donantes
de las muestras de referencia M1, M2, M3?
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Modulo forense nivel basico

- M4: mezcla 2:1 (v/v) de sangre y semen de dos varones:
sangre del donante DP + semen (del donante de la muestra M4
del ejercicio del GHEP ISFG del 2010)

Modulo forense nivel avanzado

- M7: mezcla 5:1 (v/v) de saliva de mujer (donante DS) y
saliva de varon (del donante de la muestra M5 en el ejercicio
del GHEP ISFG 2007) en una colilla
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Modulo forense nivel basico

Interpretacion de mezclas

1. Deteccion de la mezcla (descartar artefactos)
2. Identificacion del numero de contribuyentes
3. Estimar la contribucion de cada componente
4. Comparacion con muestras de referencia

5. Estima de la fuerza de la evidencia
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Modulo forense nivel basico

Todos los laboratorios identifican M4 como una
mezcla

Todos excepto uno coinciden en atribuir un
minimo de dos contribuyentes (la excepcion
atribuye tres)

Todos coinciden en no descartar a M1 como
posible contribuyente a la mezcla
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Estudio practico forense. Nivel basico. Participacion

Laboratorios inscritos: 75 Envian resultados: 71

Resultados para lisis total Resultados solo para
lisis diferencial

Resultados solo para lisis total Resultados para lisis diferencial
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Modulo forense nivel basico

23400

AMELOGEMNINA
Das1179
L2151
D7s820
CSF1PO
D351358
THO1
D135317
0165539
D251338
0195433
VWA
TPOX
D18551
055818
FGA

M1

Xy
10/16
28/32
1112
12
1318
6/9

8

12
18/23
15/15.2
1416
8
1315
11
19727

M2

X
12114
306312
1112
1112
17
7193
1112
1012
19/20
1314
1516
a1
15/20
12113
21723

M3

Xy
1115
28129
/10
11

18
93
11112
910
17/18
1315
16/18
912
12115
1113
22 2123

LT F1

XY
10/1316
28/31.2/32
1112
12
13/18
6/9
812
12113
17/18/23/23
12113M5/15.2
14/15/16
811
13/14/14
11
1927

JENSES
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Modulo forense nivel basico

M1 M2 M3 LT F1 F2

23405
AMELOGENINA X X X Y X
Das1179 10/16 1214 1115 1001316 13
D21511 28/32 30i31.2 2829 28/31.2/32 2
D7s820 1112 1112 910 1001112 1012
CSF1FO 12 1112 1 1112 1112
0351358 1318 17 13 13171820 18/20
THO1 69 7/9.3 93 6/9/9.3 6/9.3
0135317 g 1112 1112 8/12 812
0165539 12 1012 9/10 912013 1213
0251338 16123 19720 1718 171182325126 17/26
0195433 15/152 1314 1315 121131414215 12113
MWA 14116 1516 1618 1411516 15
TPOX g 8/ 912 811 811
018551 13/15 15720 1215 13/14/15/18 1418
D55818 1" 1213 1113 1011 1
FGA 1927 21/23 222423 1921027 1921
Penta D 911 912 1012 911 9
Penta E 10011 1516 1012 a0z 812
01051248 14 15 14 131416 1316
02251045 1116 1516 16 111516 1516
025441 1011 1112 1114 1001115 1115
0151656 15153 16 14/16 15156317 1617
0125391 19125 1718 1821 18/19/20/21/24/25 20021

SE33_ACTBPZ 15 1417 17120 1414 . 2M156/28.2/32.2 28.232.2
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Modulo forense nivel basico

23167

M1

AMELOGENINA X
Das1179 10/16
D21511 28132
0351358 1318
THO1 6/9
0165539 12
0251338 1823
0195433 15/15.2
WWA 14116
018351 1315
FGA 1927
01051248 14
D2251045 11/16
D25441 1011
0151656 15153
0125391 19/25
SE33_ACTBPRZ 15

M2

KX
12114
300312
17
7193
1012
19720
1314
1516
15720
21723
15
1516
1Mz
16
17na
1417

LT

X

10113116
28/31.3
1301711819720
6/9/9.3
1112113
1723725126
12113152
1411516
1314151718
19021727
13141516
11141516
1001115
1501617
189720021725
15/28.2/32.2

F1

i
1011316

1820
6/6/9/9.3
12113
1718/23/26

13141518
19/21

111516
10011

JENSES

13

K
1820
6/9.3
1213
1726
12113
15
14118
19/21
1316
15/16
1115
1617
20021
28.2
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Modulo forense nivel basico

AMELOGENINA XY X xY XY XY xY
Das1179 10/16 12114 1115 1001316 101316 101316
D21511 28/32 30312 28/29 28/31.2/32 28/31.2/32 28/31.2432
D7s820 1112 1112 9110 101112 101112 101112
CSF1PO 12 1112 11 1112 1112 1112
D351358 13118 17 18 13/18/20 13M18/20 1318720
THO1 6/9 7/9.3 9.3 6/9/9.3 6/9/9.3 6/9/9.3
D13s37 g 1112 112 812 812 812
D165539 12 1012 910 12113 12113 1213
D251338 18/23 19/20 17na 17118123126 18/23/26 178723726
D195433 15/15.2 1314 1315 1211315152 1211315152 1211315152
VWA 14/16 15116 16/18 1411516 1411516 14115186
TPOX g 8/ 9112 a1 aMm 8111
D18551 13/15 15720 1215 13/14/15M18 131141518 13141518
D55818 1 12113 1113 11 11 11

FGA 1927 21723 22.2/23 19721027 19721127 1921027
Penta_D 911 912 1012 91 am 911
Penta_E 10011 1516 1012 a/10M1n2 a/MoMnz2 81112
D1051245 14 15 14 1311416 131416 1314186
D2251045 1116 1516 16 111516 111516 1115186
D25441 10011 1112 1114 10/11/15 101115 1011115
D151656 15/15.3 16 14116 1511531617 1515317 151617
D1253591 19/25 17118 18/21 19120121125 1920121125 1920021725
DES1043 12114 1121 1119 111214 1Mnz2n4 111214
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20299

AMELOGENINA

Das1179
D21511
D75820
CSF1FPO
D351358
THO1
D13s317
D1e5539
D251338
D195433
VWA
D18551
FGA
01051248
02251045
D25441
D151656
D125391

Y

1016
28/32
1112

1318
6/9

g

12
18/23
15/15.2
14116
1315
19127
14
1116
10/11
1516
19/25

X
12114
30/31.2
1Nz
1Nz
17
7193
1Nz
1012
19/20
1314
1516
15/20
21723
15
1516
1Nz
16
7M1

1115
28/29
9/10

Xy
1011316
20/31.2/32
101112
1112
13/18/20
6/9/9.3

812

1213
1718123126
1211315152
1411516
131141518
19721127
131416
111516
1011115
151617
19/20/21/25

1016
28/32
11nMz

1318
6/9

8

12
18/23
15M15.2
1416
1315
1927
14
1116
10/11
1516
19/25

13
31.2
1012
11Nz
18/20
6/9.3
812
1213
17126
1213
15
1418
19721
1316
1516
11M5
1617
20/21
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Modulo forense nivel basico

20287
AMELOGENINA Ky X XY X Xy Y
D8sS1179 10/16 1214 11715 10113186 1016 13
D21511 28/32 30/31.2 28/29 28/31.2/32 28/32 31.2
D75820 1112 T1/12 9/10 1011112 11112 1012
CSF1PO 12 N2 11 1112 12 1112
D351358 1318 17 18 13/18/20 13/18 18/20
THO1 6/9 7/9.3 9.3 6/9/9.3 6/9 6/9.3
D135317 8 1112 11/12 812 8 812
D165539 12 10/12 9/10 12113 12 12113
D251338 18/23 19/20 17/18 17/18/23/28 18/23 17726
D195433 15/15.2 1314 1315 12113M15M15.2 15M15.2 1213
WWA 14/16 1516 16/18 1415186 1416 15
TPOX 8 8/ 912 811 8 8M
D18551 1315 15/20 12115 131141518 1315 14/18
D55818 1 1213 11713 1 11 11
FGA 19/27 21123 222123 19721127 19/27 19721
Penta_D 911 912 1012 911 911 9
Penta_E 1011 15/16 10/12 81101112 10/11 812
D1051248 14 15 14 1311416 14 13/16
D2251045 1116 15/16 16 111516 11/16 1516
D25441 10M1 "2 11714 101115 10111 1115
D151656 15/15.3 16 14/16 1511531617 15/15.3 1617
D125391 19/25 1718 18/21 19720121725 19/25 20121

SE33_ACTBP2 15 1417 17/20 15/28.21A 15 28.2/A
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Modulo forense nivel basico

M4. STRs autosdmicos. LISIS TOTAL

Resultados de 69 laboratorios
29 marcadores consensuados
1402 resultados totales

7 errores de nomenclatura

(5) XIY XY
(2) 11 11/11

33 resultados discrepantes (2.35%)

3 laboratorios concentran 24 discrepancias (73%)
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Modulo forense nivel basico. Lisis Total

N n Resultados discrepantes
69 |AMELOGENINA [ 64 XIY 100% C (5) XY)

69 |D8S1179 69 10/13/16 100%

69 [D21S11 67 28/31,2/32 97,10% 28/31,1/32 28/31,3

61 |D7S820 60 10/11/12 98,36% 11/12

61 [CSF1PO 60 11/12 98,36% 12

69 [D3sS1358 63 13/18/20 91,30% [(3) 13/18/19/20

69 [THO1 67 6/9/9,3 97,10% 6/8/9/9,3 6/9

61 [D13S317 61 8/12 100%

69 [D16S539 67 12/13 97,10% 11/12/13 9/12/13

67 [D2S1338 63 17/18/23/26 94,03% 17/23/25/26 17/18/23 17/18/23/23 | 17/18/23/25/26
67 |D19S433 65 | 12/13/15/15,2 97,01% 12/13/15,2 | 12/13/14/14,2/15
69 [VWA 69 14/15/16 100%

60 |TPOX 59 8/11 98,33% 8

69 [D18s51 67 13/14/15/18 97,10% |13/14/15/17/18 13/14/14

61 |D5S818 58 11 98,36 [ (2)11/11 10/11

69 [FGA 68 19/21/27 98,55% | 1927

42 |D10S1248 41 13/14/16 97,62% 13/14/15/16

42 |D22S1045 41 11/15/16 97,62% 11/14/15/16

42 |D2S441 41 10/11/15 97,62% 11/15

47 |D1S1656 42 | 15/15,3/16/17 89,36% | (3) 15/15,3/17| (2) 15/16/17

47 |D12S391 44 19/20/21/25 93,62% 19/21/25 18/19/20/21/25 18/19/20/21/24/25
37 |Penta D 37 9/11 100%

36 |Penta E 36 8/10/11/12 100%

9 [FES_FPS 9 11/12 100%

10 [F13A01 10 3,2/6/7/13 100%

9 [F13B 9 8/10 100%

8 |LPL 8 9/10/11 100%

7 |PENTAC 7 11 100%

7 |D6S1043 7 11/12/14 100%

28 |SE33 12 15/28,2/32,1 42,86% 18/28,2/32,2 | 14/14,2/15/28,2/32,2 | 15/28/463,64pb 15/28,2/A
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Modulo forense nivel basico. Lisis diferencial, 12 fraccion

n n RESULTADO [Resultados discrepantes
AMELOGENINA | 40 XY 97,73% 3 XY Y
D8S1179 31 10/13/16 68,89% 14 10/16
D21S11 31 28/31,2/32 70,45% 13 28/32
D7S820 27 10/11/12 69,23% 12 11/12
CSF1PO 27 11/12 69,23% 12 12
D3S1358 28 13/18/20 62,22% 16 13/18 13/18/19/20
THO1 30 6/9/9,3 66,67% 14 6/9
D13S317 28 8/12 71,79% 11 8
D16S539 30 12/13 66,67% 15 12
D2S1338 26 | 17/18/23/26 63,41% 13 18/23 18/23/26 17/18/23
D19S433 26 |12/13/15/15,2 65% 12 15/15,2 12/13/15,2 12/15/15,2
VWA 31 14/15/16 70,45% 13 14/16
TPOX 26 8/11 68,42% 12 8
D18S51 31 | 13/14/15/18 68,89% 14 13/15
D5S818 37 11 100% 1 11/11
FGA 29 19/21/27 64,44% 14 19/27 (2) 19/21
D10S1248 20 13/14/16 74,07% 7 14
D22S1045 20 11/15/16 71,43% 8 11/16
D2S441 19 10/11/15 67,86% 8 10/11 11/15
D1S1656 18 [15/15,3/16/17 62,07% 8 15/15,3 (2) 15/15,3/17 15/16
D12S391 19 [ 19/20/21/25 65,52% 8 19/25 19/20/25 19/21/25
Penta_D 21 9/11 91,30% 2 9
Penta E 15 8/10/11/12 68,18% 6 10/11 8/12
FES_FPS 5 11/12 100%
F13A01 4 3,2/6/7/13 80% 1 3,2/6
F13B 4 8/10 80% 1 10
LPL 4 9/10/11 80% 1 11
PENTA C 5 11 100%
D6S1043 4 11/12/14
SE33 5 15/28,2/32,1 27,78% 5 15/28,2/32,2 (7) 15 15/28,2

JENSES
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N n |RESULTADO|CONSENSO | n |Resultados discrepantes
46 [AMELOGENINA| 43 XY 100% 3 IXY

46 [(D8S1179 41 13 93,48% 3 [10/13/16 (2) 13/13
46 |D21S11 41 31,2 93,48% 3 |28/31,2/32 (2) 31,2/31,2
40 |D7S820 38 10/12 95% 2 110/11/12

40 [CSF1PO 40 11/12 100%

46 [(D3S1358 44 18/20 95,65% 2 ]13/18/20

46 [THO1 43 6/9,3 93,48% 3 [6/9/9,3

40 |D13S317 40 8/12 100%

46 |D16S539 46 12/13 100%

42 |D2S1338 40 17/26 95,24% 2 [17/18/23/26

42 [D19S433 41 12/13 97,62% 1 ]12/13/15/15,2

45 [VWA 40 15 93,33% 3 [14/15/16 (2) 15/15
39 |TPOX 39 8/11 100%

46 |D18S51 44 14/18 95,65% 2 [13/14/15/18

39 [D5S818 37 11 100% 2 |11/11

46 [FGA 43 19/21 93,48% 3 119/21/27

29 |D10S1248 27 13/16 93,10% 2 [13/14/16

29 |D22S1045 28 15/16 96,55% 1 |11/15/16

29 [D2S441 28 11/15 96,55% 1 ]10/11/15

31 [D1S1656 29 16/17 93,55% 1 |15/16/17 15,3/16/17
31 |D12S391 29 20/21 93,55% 1 ]19/20/21 19/20/21/25
22 |Penta D 19 9 90,90% 2 19/11 9/9

23 |Penta E 21 8/12 91,30% 1 |8/11/12 8/10/11/12
6 |FES FPS 6 11/12 100%

6 |F13A01 6 7/13 100%

6 |[F13B 6 8/10 100%

6 |LPL 6 9/10 100%

6 |PENTA C 6 11 100%

4 |D6S1043 3 11 1 (11/12/14

19 [SE33 8 28,2/32,2 142,11% 7 128,2/32,1 28,2/A 28,2/463,64pb 28,2 |15/28,2/32,1
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Modulo forense nivel basico. Lisis total, cromosoma Y

nLT [MARCADOR n |RESULTADO| CONSENSO |Resultados discrepantes
63 [DYS19 63 14 100%
62 |DYS385 61 11/14 98,39% 11/14,2
63 |DYS389 | 61 12/13 96,83% 12 13
63 [DYS389 I 60 28/29 95,24% 28 29 13
63 |DYS390 61 23/24 96,83% 24 23
64 |DYS391 62 10/11 96,88% 11 10
63 |DYS392 61 13 96,83% 10/13 12/13/14
63 |DYS393 61 13/14 96,83% 13 14
63 |DYS437 63 14 100%
63 [DYS438 62 12 98,41% 11/12
63 |DYS439 GATAA4 62 12 98,41% 12/13
58 |DYS448 58 18 100%
58 |DYS456 55 16 94,83% (2) 15/16 15/16/17
58 |DYS458 56 17 96,55% 16/17 15/16/17
11 |DYS481 9 21/22 81,82% 21/26 21
11 |DYS533 11 12 100%
11 |DYS549 11 13 100%
11 |DYS570 10 17/19 90,91% 17
11 |DYS576 10 17/18 90,91% 18
60 [DYS635 GATACA4 60 23 100%
11 |DYS643 11 10 100%
60 |GATAH4 57 11/12 95% 11 12 20/21

1053 determinaciones. 27 discrepancias (2,56%)
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Modulo forense nivel basico. Lisis total, cromosoma Y

nLT [MARCADOR n |RESULTADO| CONSENSO |Resultados discrepantes

63 |DYS19 63 14 100%

62 |DYS385 61 11/14 98,39% 11/14,2

63 [DYS389 | 61 12/13 96,83% 12 13

63 [DYS389 Il 60 28/29 95,24% 28 29 13

63 |[DYS390 61 23/24 96,83% 24 23

64 |DYS391 62 10/11 96,88% 11 10

63 |DYS392 61 13 96,83% 10/13 12/13/14

0, 12 11

22 Biﬁfé?’ gé 1?[/:4 gf()%i/o/o Electropherogram of the DYS392 Locus
63 |DYS438 62 12 98,41% N

63 |[DYS439 GATAA4 62 12 98,41%

58 |DYS448 58 18 100%

58 |DYS456 55 16 94,83%

58 |DYS458 56 17 96,55%

11 |DYS481 9 21/22 81,82%

11 |DYS533 11 12 100%

11 |DYS549 11 13 100%

11 |DYS570 10 17/19 90,91%

11 |DYS576 10 17/18 90,91%

60 |DYS635 GATAC4 60 23 100% N-3 N+3
11 |DYS643 11 10 100% 9.3% 5.1%
60 |GATAH4 57 11/12 95%

© 2006 Applied Biosystems

1053 determinaciones. 27 discrepancias (2,56%)
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Modulo forense nivel basico. 12 Fraccidon, cromosoma Y

n 12 F [IMARCADOR n [RESULTADO]CONSENSO| n |RESULTADO|Discrepantes
41 |DYS19 41 14 100%
40 |DYS385 40 11/14 100%
40 |DYS389 | 26 12/13 65% 14 12
41 |DYS389 Il 25 28/29 60,98% 16 28
41 |DYS390 26 23/24 63,41% 15 23
43 |DYS391 29 10/11 67,44% 14 10
41 |DYS392 41 13 100%
42 |DYS393 27 13/14 64,29% 14 13 11/13
42 |DYS437 42 14 100%
41 |DYS438 41 12 100%
40 |DYS439 GATAA4 40 12 100%
39 |DYS448 39 18 100%
38 |DYS456 37 16 97,37% 1 15/16
39 |DYS458 39 17 100%
6 DYS481 4 21/22 66,67% 2 22
6 DYS533 6 12 100%
6 DYS549 6 13 100%
6 DYS570 5 17/19 83,33% 1 19
6 DYS576 5 17/18 83,33% 1 17
39 |DYS635 GATAC4 = 23 100%
6 DYS643 6 10 100%
38 |GATAH4 27 11/12 71,05% 11 11

681 determinaciones. 2 discrepancias
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Modulo forense nivel basico. 22 Fraccidon, cromosoma Y

nL2 |MARCADOR n |RESULTADO|CONSENSO| n |RESULTADO
45 |DYS19 45 14 100%

44 |DYS385 44 11/14 100%

45 |DYS389 | 40 13 88,89% 4 12/13 12/13/13
45 |DYS389 Il 41 29 91,11% 4 28/29
45 |DYS390 £ 24 86,67% 6 23/24
45 |DYS391 41 11 91,11% 4 10/11
43 |DYS392 43 13 100%

45 |DYS393 40 14 88,89% 5 13/14
43 |DYS437 43 14 100%

45 |DYS438 45 12 100%

44 |DYS439 GATAA4 44 12 100%

42 |DYS448 42 18 100%

42 |DYS456 41 16 97,62% 1 15/16
42 |DYS458 41 17 97,62% 1 16,3

7 DYS481 S 21 71,43% 2 21722

7 DYS533 7 12 100%

7 DYS549 7 13 100%

7 DYS570 5 17 71,43% 2 17/19

7 DYS576 6 18 85,71% 1 17/18
43 |DYS635 GATAC4 43 23 100%

7 DYS643 7 10 100%

42 |GATAH4 38 12 83,33% 4 11/12

742 determinaciones. 3 discrepancias
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Modulo forense nivel basico. Lisis total, cromosoma X

nLT [MARCADOR n RESULTADO|CONSENSO |Resultados discrepantes
21 |[DXS8378 20 10/11 95,24% 11/13
17 |DXS9898 15 8,3 88,24% 8,3/11 8,3/12
16 |DXS7133 15 9 93,75% 9/11
16 |GATA31E08 16 11/13 100%
17 |GATA172D0§ 17 6/8 100%
22 |DXS7423 21 15 95,45% 15/17
16 |DXS6809 16 31/33 100%
22 |DXS7132 22 12/13 100%
16 |DXS9902 16 12/13 100%
16 |DXS6789 16 20/22 100%
6 |DXS10103 6 16/20 100%
6 |DXS10134 4 37/37,1 166,67% (2) 37
6 |DXS10074 6 8/18 100%
6 |DXS10101 6 32/33 100%
7 |DXS10135 7 20/29 100%
6 |DXS10146 6 23/26 100%
6 |DXS10079 6 19/21 100%
6 |DXS10148 6 18/24,1 |100%
6 |HPRTB 6 15/16 100%

234 determinaciones totales para 19 marcadores
5 discrepancias (2,14%)
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Modulo forense nivel basico. 12 Fraccidon, cromosoma X

\ Cr— {
h |
CILE JIENSES

nL1 [MARCADOR n RESULTADO|CONSENSO n RESULTADO
10 |DXS8378 7 |10/11 70% 3 10
7 |DXS9898 /7 8,3 100%
7 |DXS7133 7 |9 100%
7 |GATA31EO8 4 111/13 57,14% 5 13
7 |GATA172D0Y 4 |6/8 57,14% 3 6
10 |DXS7423 10 |15 100%
7 |DXS6809 4 [31/33 57,14% 8 31
10 [DXS7132 7 |12/13 70% 3 13
7 |DXS9902 4 112/13 57,14% 3 13
7 |DXS6789 4 120/22 57,14% 3 22
3 |DXS10103
3 |DXS10134
3 |DXS10074
3 |DXS10101
3 |DXS10135
3 |DXS10146
3 |DXS10079
2 |DXS10148
3 |HPRTB

79 determinaciones, 10 marcadores
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Modulo forense nivel basico. 22 Fraccidon, cromosoma X

nL2 IMARCADOR n RESULTADOICONSENSO |RESULTADO
10 |DXS8378 9 11 90% 10/11
7 |DXS9898 7 8,3 100%
7 |DXS7133 7 9 100%
7/ |GATA31EQO8 7 11 100%
7 |GATA172D0Y 7 8 100%
10 [DXS7423 10 15 100%
7 |DXS6809 7 33 100%
10 [DXS7132 10 12 100%
7 |DXS9902 7 12 100%
7 |DXS6789 7 20 100%
3 |DXS10103
3 |DXS10134
3 |DXS10074
3 |DXS10101
3 |DXS10135
3 |DXS10146
2 |DXS10079
3 |DXS10148
3 |HPRTB

79 determinaciones, 10 marcadores
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Modulo forense nivel basico

AMELOGENINA X7y

23405-M4 D01 fsa

D8s1179 10/13/16
D21S11 28/31.2/32
D75820 10/11/12
CSE1PO Ha2
0351358 13/17M18/20
THOUT 6/9/9 3
D135317 812

D165539 912113
0251338 17/18/23/25/26
D195433 121131414 215"
VWA 14/15/16
TPOX a8/11

018551 13/14/15/18
D55818 10/11

FGA 19/21/27
Penta D 911

Penta E 8101112
D1051248 13/14/16
02251045 11/15/16
D25441 10/11/15
D1S51656 1515317
D125391 18/19/20/21/24/25

SE33_ACTBP2  14/14.2/15/28.2/32.2

[ D3S1358 |
80
3900
0 -
12
13/18/20 o
13
4526 | 5835
I
120
1918
| __D5s818 |
80 1€
il
3900 //“*\
0 ';

10
836

7259

CLES {ENSES

7discrepancias

D16S539 |

12/13 f;

1096

12
7044

13
1202
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Modulo forense nivel basico

AMELOGENINA XY

D851179 10/13/16
D21511 28/31.3
D351358 13/17/18/M19/20
THO1 6/9/9.3
D165539 1112113
D251338 17/23/25/26
D195433 12/13/15.2
VWA 14/15/16
D18551 131411517118
FGA 19/21/27
D1051248 13/14/1516
D2251045 11/14/15/16
D25441 1011115
D151656 1511617
D125391 18/19/20/21/25

SE33_ACTBP2 15/28.2/32.2

10 discrepancias

Sangre componente minoritario

RENSES
LJL__THot J|__ pssi3ss | L wwA || p2stt |
105 ) 175 245 : 315 35 a55
200
13/18/20 28/31.2/32
= |
300
oL )] J‘,.l 2 A
X| 16]!9 [13 ||_7|20 14| 28
Y/ 93 g 15 312
(E=oieesprniaEeEs] ARy e ey e s
10s 175 245 i 315 35 455
mal 1op13 | 13403116117 2/13/15/15.2
00 l l v
0 |
) A J& —lll i | \ |
E: ]—EI I 15 282
12| 16 13 322
15.2
AAAAAA | oesii7e ] [ 0281338 |
315 365 a5
17/18)(23/26
IL l.+ - J
(1013 16] |
| ozs4dt || D18S51 ] 1 FGA ==
— 1 A .- -5 , v - =
Fip]
13/14/15/18
180
m ||
° Al[\_\l J = = JLI k
0 1 ]

1317 ol
14 18 21
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Modulo forense nivel basico

AMELOGENINA Xy

D8S1179 10/13/16
D21511 28/31.2/32
D75820 1112
CSF1PO 12
0351358 13/18

THO1 6/9
D135317 8/12
D165539 12/13
0251338 17/18/23/23
D195433 12/13/15/M15.2
VWA 14/15/116
TPOX 8/11
018551 13/14/14
D55818 11

FGA 19/27

7 discrepancias

Componente mayoritario sangre

CIE] RENSES
[ D8S1179 Il D21S11 | | D75820 | [ CsF1PO |
190 1§0 290 2§0 390 3§0
51004 10/11/12 11/12
3400+ l l
) AM t
| A 1 A ¥ A
0 s e b ] = ]
10| [13] [16] 28 [31.2 11 i
132] 12|
[ D3s1358 | THO1 ] [ D138317 I D16S539 | | D2S1338 |
100 150 ; 200 250 300 350
32004 A J1 7/18/23/26
1600+
0" ] ; AL IA 1 ! LA AI Ml A A
ST £ T & > P - ; 1 " i e L] k S
3 18 6 9] 8] [12] 12, 17| [23][26
13| 18]
[ D195433 ] | VWA ] [ TPOX ] D18S51 ]
100 150 . 200 250 300 , 350
I ; 13/14/15/18
5100+
3400+
1700} L n “ “ \
o . 118 A1 A
12 gﬁ [11 [13]15]
13152 15| [14]
| D55818 | [ FGA |
190 1§0 290 2§0 390 350
ey 19/20/21
26004 °
1300} ) k
2l | &) LE A J |
x| 19 [27]
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Modulo forense nivel basico. Interpretacién mezcla 12 Fraccion
D251338  17/18/23/26 18/23/26 17/18/23/26 D151656

. EE W : 15/15.3/16/17 15/15.3/17 15/16/17

o I ik |__Disiese  |[ [ _pistese |
1 210 210
10000+ t : +
5000-j J
0“ | | 1 T 1 J
13 14 12 18 |23
2798 7401 ‘17855‘ ’10227 8433J
14 15 13 26
17061 1646 862 1068 L
16 16
1294 7639 : u 1
-2013-0.5na- i -2013-0.5nq- v1X E N ] I5 15
[ Diostzas ] | VWA | [DNBEESSSSNNN [ Dosisss | ‘ 5986 978
70 140 . 210 : 280 ; 350 ; = 11 1
T ' ' ' ' ' 15.3 16
5400+ -
74 6279 0 3094
3600 |
1800: A J l7 17
a1 | | 1 559 2503
13 14 12 ‘ 17 | |23
4339 881 4220 3059 |367
14 15 13 18 26
1037 6893 3018 956,  |3532

16 16
2730 509
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Médulo forense nivel basico. Interpretacion perfil simple. 12 Fraccion
[ D8S1179 Il D21S11 |

[ D2251045 |

AMELOGENINA X7y .
D8S1179 10/16 i = i = =2

D21511 28132 83001

D7S820 1112 T

CSF1PO 12 el

D3S1358 13/18 | A A L

THO! 6/9 ol ARl Ll 1.
D13S317 8 10 16 28

16530 o 4271| |3913 3629 ;131
D251338 18/23 32

D195433 15/15.2 =l ' 1
VWA 14116 2844
oy . WA ] | D18S51 l

D18S51 1315 s ; G’ = : : 160
D5S818 11

FGA 19/27

Penta D 9/11

Penta_E 10/11 '

D10S1248 14 AJ 1

D2251045 1116 — 1~ ; ;

D2S441 10/11 14 13

D151656 15/15.3 4104 34.?,81

D125391 19/25 16 15 6

SE33_ACTBP2 15 4186 3567
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Modulo forense ni

terpretacion perfil simple. 12 Fraccidn
1

M4—F.EF’|—1(-)M—20§5‘ N_20299 [ NGM_pane! [ [ | =
=== D10 ] I VWA | | D16S539 B | D2S1338 ]
9|0 : 1_50 2‘!0 X 2?0 ¢ 3?0
AMELOGENINA X/Y =
DaS1179 10116 h A A
6004
D21S11 28"?!‘2 e" 4 Lj_zfj A A U - ik ¥ Ul AA "A\ | AA A
D75820 1112 e s B EAE.
CSF1PO 12 |14 115 [13 18 | 26
12848 1779 860 1515 933
D351358 13/18 i | 16 |
| 1336/ 1016
THOD1 6/9 B D8S1179 I D21s11 | ] D18s51 |
90 150 210 . 2'3/0 . 33}0
D135317 g seool - } ' +
D165539 12 ; g t
. 1200t f { i
D251338 18/23 sl J 1 j‘ %! l[ (i *!‘ !,15 |
D195433 15152 ol ¥ RN 107 190 TRNRMRIRILIL Hie oonl L URRN LY A
N X 10 16 28 |32 13 || [18
VWA 14/16 1891 1072 | 1064 1370/ 1284 723 665
D18551 13/15 Y | 13 [31.2 14
2294 1561 1785 969
FGA 19/27 =
D10S1248 14 1 D22 || D19S433 | | THO1 11 FGA |
e ; L : 2y ; ol 1 : ol 4
D2251045 11/16 B |
D25441 10/11 —
D1S1656 15/16 ) nLJ NM AJ l
D125391 19/25 Gl | Adb a AN WA 2 4 \ aa Y _J) 1 .
11 |15 ‘12 152 6 |o.3 19 27
992|904 657(1024 1263|577 1930 903
16 13 9 21
1429 719 1252 1201

A
1014
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ANOMALOUS ELECTROPHORETIC BEHAVIOUE OF HUMACTEPZ (SE33)

Lareu M.V., Phillips C.P.*. Pestoni C Barrde F Munoz J
Carracedo A.

Institute of Legal Medicine. University of Santiago de
Compostela. Galicia. Spain.

* Department of Haematology The London Hospital Medical
College. London U.K

INTRODUCT TON

The microsatellite tetrameric tandem repeat sequence in the
5'tlanking reglon of the human ACTBP2 (SE33) locus
(Polymaropoulos et al. 1982 was one of the first STRs
evaluated for forensiec applications, Because 1t 18 hx%}y
polimorphic. population studies in caucasians and forensic
validation studies have recently been carried out
(Polymeropoulos et al. 1992, Weigand et al 1993)

The sequence variability of this tetranucleotide repeat has
recently been reported (Urquhart et al. In Press) and it has
been found that it is an AT rich sequence., with at lesast 320
alleles. some of which may vary by as litle as 1 base,

In the course of the last EDNAP exercise (Gill &2t al. submitdted
for publication) anomalous electrophoretic mobility was
pbserved in some samples which showed different SE33 patterns
in agarose and polyacrylamide. Because of this, a study of the
electrophoretic mobility in SE33 fragments was carried out
using agarvse and polyacrylamide at various T and C values- -in
gome of which denaturing conditions were employed




®. MINISTERIO DE
‘§ JUSTICIA

.
\
IO (/S oM

Modulo forense nivel avanzado. M7

Estudio practico forense. Nivel avanzado. Participacion
Laboratorios inscritos: 53 Envian resultados: 46

938 resultados de los que:
536 reportan el resultado de la mezcla
309 reportan el perfil mayoritario
93 resultados discrepantes (9.8%)
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Modulo forense nivel avanzado. M7

CIE

rr—r—

JRENSES

N n |RESULTADQ CONSENSO n |RESULTAD(Resultados discrepantes

46 |AMELOGENINA| 35 XIY 71,74% 11 X

46 [D8S1179 32 12/13/14 [69,57% 11 12/14 11/12/13/14 12/13/14/16 10/12/13/14/16
46 |D21S11 25 28/30/31,2 |54,35% 15 30/31,2 [(4) 28/29/30/31,2 |28/30/31/31,2 27/28/29/30/31,2
39 |D7S820 25 10/11/12 164,10% 13 11/12 12

39 |CSF1PO 19 11/12 48,72% 16 9/11/12 (3) 9/10/11/12 9/10/11/12/14

46 |D3S1358 26 15/17 56,52% 12 17 (6) 15/16/17 10/12/15/17 14/15/16/17
46 |THO1 24 7/9,3 52,17% 20 6/7/9,3 |6/7/9/9,3 6/7/8/9,3

39 |D13S317 28 11/12/13 |71,79% 9 11/12 (2) 10/11/12/13

46 [D16S539 22 9/10/12  |47,83% 19 10/12 (5) 9/10/11/12

44 [D2S1338 23 17/19/20 [52,57% 17 19/20 (4) 17/18/19/20

44 1D19S433 25 12/13/14 156,82% 19 13/14

45 VWA 20 15/16/17/20 |44,44% 13 15/16 (6) 15/16/17 (3) 15/16/20 15/16/17/18 14/15/16 14/15/16/17/18/20
38 |TPOX 18 8/9/11 47,37% 18 8/11 (2) 8/9/10/11

44 |D18S51 21 15/17/20 |47,73% 16 15/20 (3) 15/17/19/20 |[(2) 15/19/20 12/15/17/20 11/15/16/17/19/20
37 |D5S818 27 11/12/13 |72,97% 10 12/13

43 |FGA 23 20/21/23/25 |53,49% 12 21/23 (4) 20/21/23 (3) 21/23/25 19/20/21/23/24/2
27 |D10S1248 11 14/15/16 [40,74% 7 15 (4) 14/15 (3) 15/16 (2) 13/14/15/16
28 |D2251045 19 15/16/17 [67,86% 8 15/16 11/15/16/17

28 |D2S441 23 11/12 82,14% 2 10/11/12 |10/11/12/14 11/12/15,1 10/11/12/13

31 |D1S1656 14 16/17 45,16% 10 16 (6) 15/16/17 15/16/17,3

31 |D12S391 15 17/18/20 148,38% 14 17/18 16/17/18 17/18/18,3/20/24

19 [SE33 10 14/17 52,63% 9 14/17/29,2

25 |Penta D 14 9/10/12 56% 11 9/12

24 |Penta E 10 11/15/16/18 |41,66% 10 15/16 (3) 11/15/16 12/13/15/16

7 |FES FPS 4 10/11 57,14% 3 10/11/12

7 |F13A01 4 6/7 57,14% 3 3,2/6/7

6 |F13B 6 6/8 100%

6 |[LPL 6 11/13 100%

6 |PENTAC 4 11/12 66,67% 1 9/12 10/11/12

5 |D6S1043 3 11/12/21 |60% 1 11/21 11/12/20/21
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Modulo forense nivel avanzado. M7

n RESULTADQCONSENSO n RESULTADQValores de referencia
AMELOGENINA| 35 XY 71,74% 11 |X X XY
D8S1179 32 12/13/14 ]69,57% 11 [12/14 12/14 13
D21S11 25 28/30/31,2 |54,35% 15 |[30/31,2 30/31.2 28/30
D7S820 25 10/11/12 |64,10% 13 |[11/12 11/12 10/12
CSF1PO 19 11/12 48,72% 16 |9/11/12 11/12 9/11
D3S1358 26 15/17 56,52% 12 |17 17 15/17
THO1 24 7/9,3 52,17% 20 |6/7/9,3 7/9.3 6/9.3
D13S317 28 11/12/13 |71,79% 9 |11/12 11/12 13
D16S539 22 9/10/12 |47,83% 19 [10/12 10/12 9/12
D2S1338 23 17/19/20 |52,57% 17 [19/20 19/20 17/20
D19S433 25 12/13/14 |56,82% 19 |13/14 13/14 12/14
VWA 20 | 15/16/17/20 |44,44% 13 |15/16 15/16 17/20
TPOX 18 8/9/11 47,37% 18 |8/11 8/11 8/9
D18S51 21 15/17/20 |47,73% 16 [15/20 15/20 15/17
D5S818 27 11/12/13 |72,97% 10 |12/13 12/13 11
FGA 23 | 20/21/23/25 |53,49% 12 |21/23 21/23 20/25
D10S1248 11 14715716 [40,74% 7 115 15 14/16
D22S1045 19 15716717 [67,86% 8 |15/16 15/16 16/17
D2S441 23 11712 82,14% 2  [10/11712 11/12 11
D1S1656 14 16/17 45,16% 10 |16 16 16/17
D12S391 15 17718720 [48,38% 14 17718 17/18 18/20
SE33 10 14717 52,63% 9  |14/17729,2 14/17 29,2
Penta_ D 14 9710712 [56% 11 9712 9/12 9/10
Penta E 10 11/15/16/18 [41,66% 10 [15/16 15/16 11/18
FES FPS 4 10711 57,14% 3 [10/11712 10/11 12
F13A01 4 6/7 57,14% 3 |3,2/6]7 6/7 3.2
F13B 6 6/8 100% 6/8 8/9
LPL 6 11/13 100% 11/13 11
PENTA C 4 11/12 66,67% 1 [9/12
D6S1043 3 11/12/21 160% 1 [11/21
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Mddulo forense nivel avanzado. M7, cromosoma Y

n |MARCADOR n RESULTADO|CONSENSO [RESULTADO
36 |[DYS19 36 14 100%

38 |DYS385 38 12/14 100%

38 |DYS389 | 37 14 97% 13,3
34 |DYS389 I 34 30 100%

35 [DYS390 35 24 100%

37 |DYS391 37 11 100%

35 |DYS392 =5 13 100%

38 |DYS393 38 13 100%

36 |DYS437 36 14 100%

36 |DYS438 36 14 100%

35 |DYS439 GATAA4 35 12 100%

36 |DYS448 36 18 100%

36 |DYS456 36 15 100%

38 |DYS458 38 16 100%

9 |DYS481 9 22 100%

9 |[DYS533 9 12 100%

9 [DYS549 9 13 100%

9 [DYS570 = 17 100%

9 |DYS576 9 18 100%

37 |DYS635 GATAC4 37 24 100%

8 |DYS643 8 10 100%

36 |GATAH4 35 11 100% 20

634 determinaciones. 1 discrepancia (0,16 %)

J

Cl

==}
m
£ JICENSES
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Modulo forense nivel avanzado. M7, cromosoma X

CIE

n |MARCADOR n |RESULTADO|CONSENSO RESULTADO|RESULTAD(teorico mezcla
14 |DXS8378 14 12/13 100% 12/13

9 |DXS9898 6 8,3/13 66,67% 8,3/13/14 8,3/13/14

9 |DXS7133 8 10/11 88,89% 9/10/11 9/10/11

9 |GATAS31EO08 9 11/13 100% 9/11/13

9 |GATA172D05 5 10/11 55,56% 8/10/11 8/10/11

14 |DXS7423 14 15 100% 15

9 |DXS6809 7 33/34 77,78% 31/33/34 31/33/34

14 |DXS7132 10 11/14 71,43% 11/14/15 11/12/14 11/14/15

9 |DXS9902 9 12/13 100% 11/12/13

9 |DXS6789 9 20 100% 20

6 |DXS10103 6 17/19 100% 17/19

6 |DXS10134 6 34/36 100% 34/34,1/36

6 |DXS10074 6 17/18 100% 17/18

6 [DXS10101 5 29,2/31 83,33% 29,2/31/31,2 29,2/31/31,2
6 |DXS10135 4 20/26 66,67% 20/25/26 20/25/26

6 |DXS10146 6 28/30 100% 28/30

6 |DXS10079 4 17/21 66,67% 17/18/21 17/18/21

6 |DXS10148 6 24.1/26.1 |100% 23,1/24,1/26,1
6 |HPRTB 6 12/14 100% 12/14

159 determinaciones

o=

JENSES
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Maodulo forense nivel avanzado. M7 Posible contaminacion
23405. 16 discrepancias

23405-M7_FO1.fsa 23405-M7
- | VWA |
M7 AMELOGENINA Xry i e

D8S1179 101213114115 ' ' '

D21511 27/28/29/30/31 2 | .

D7S820 1011/12 | 1

CSFIPO 9/10/11/12/14 | - = e e :
X 14 [[18 |

D351358 1415116117 2593 469 || 454

THO1 6/7/8/9.3 i s "1 fop

D135317 1112113 ‘ 176 3560 | |288

D165539 9/10/11/12 | 16

D251338 17/18/19/20 el

D195433 12113114 ]5/1 6/17/20 1rs

VWA 14/15/16/17/18/20 | :

TPOX 8/9/11 [S.83-M7 FO2 fsa S

D18S51 1115/16/17/19/20

D5S818 1112113

FGA 19/20/21/23/24/25

Penta_D 9/10/12

Penta_E 1211311516

D10S1248 13114/15/16

D2251045 1MA516117

D25441 101111213

D1S1656 15/16/17.3

D125391 17/18/18.3/20/24

SE33_ACTBP2 14/17/29.2
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Modulo forense nivel avanzado. M7

| 04-M7-2(1-10) [1dentifiler viX I [

20324. 10 discrepancias [ ossits | oeisti ][ Dwem | [ Csripo ]
100 150 200 2?0 3 320 ? 3?0
AMELOGENINA  xry ] ' : ' : '
DES1179 112113114 12/13/14 28/30/31.2 10/11/12
D21511 28/29/30/31 o \ [ v u
D75820 1011112 ’ ﬁ!m \2381 131“.2 10/ 911
CSF1PO S10/11/12 1214 29 1 10/ |
D351358 16116/17 30} 12 12
_04-M7-2(1-10)04.hid [ 04-M7-2(1-10) [1dentifiler v1X | | | =
THO1 BITE3 [ Dastsserin| [Lon srHoassos | o pAsastzl )| [ 596653077 [T D2S1a38; ]
D13531? 1{:”1 1;12}'13 100 1§0 ' 290 2?0 ; 300 : 350
D165539 910/11/M12 ::::: 15/17 | 111216 9/10/12 17/19/20
D281338 17/18/19/20 I ﬂ |
5000- |
D195433 12113/14 i NI J L 1A i
'\"W.I‘E'L 15}15}1?-'“2[] ]5;]7 617 93 19‘77.‘|3 QII; 17 19
TPOX 8/9/10/11 = g " ik S
D18S51 15/17/19/20 | | | _
-2(1- i -M7-2(1- i v1 | & |
D5SB18 111213 e | [T e e e e |
FGA 2‘};21;23}'25 —_— 1(')0 150 . 290 250 300 3?0
Penta_D 910012 s [ 15/17/20
Penta E 15/16 perel N l
ol L At Ll il
2] [is '8 10) i3] | (1]
PENTAE —H i g o i
15 [14] 1]
|

11/15/16/18

16



.. MINISTERIO DE
ﬁ JUSTICIA

Modulo forense nivel avanzado. M7

. p | D21511 — 1] CSFIFO | D351358
20346. 12 discrepancias ;. s 45 8 =
AMELOGENINA ypy 2010812 9/11/12 [ 1517
DBs1179 12/13/14

A

021511 28/29/30/31.2 ‘o : [151817]
D75820 10/11/12 i T T
CSF1PO 91011412 1 0135317 1l 0165539 | e o
D3S1 358 1 5;1 E-H ? | ?2:5 265 2B5 -
THO1 6/7/9.3 11/12/13 9/10/12 17/19/20
D135317 1011712113 AL i
0165539 910011712 olighiiz 17815k
D251338 17/18/19/20 i
D195433 12/13/14 | T ! | = = FS:; |" 01051248 |
VWA 15/16/17/20 ™ ’ ot
TPOX 8/9/10/11 8/9/11 20/21/23/25
018551 15/17/20
D55818 1112113 =
FGA 20021/23
D1051248 14/15 | D25361 |
DEES 1 Dﬂfﬁ 1 5” E.” ? ; 240 El:ll:l
D25441 10/11/12 16/17 17/18/20
D151656 15/16/17
D125391 16/17/18 A i A

AF T4 ARA TRFT AT
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avanzado. M7

3
— 7} [ — cu— | — Gy T - )
10 120 200 s ane pLH
00 13 o
=3 28 9
- vl "
& A 1 Y Al 14 Jl.ivx AA il A
12 % | 1" \ I
4062 12454 S6T La6T
i \ 313 12 fr2
4033 1883 387 317!
(20086 W7 0@
[ S T B [ | — S i S S—— 17—
1900 " b o 200 a0
200 ] + - ' ' ' ' .
33
on | l
s Y TSI ) SRR | R [ (R || A
7 TiL] 1 10 19
12417 4731 2613 2938 |n|4
|
13 12 12 20
5034 3420 2826 2067
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MUCHAS GRACIAS A TODOS POR VUESTRA
INFINITA PACIENCIA



