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Background

M7 – Non-human blood (dog)



Participating Laboratories - 45

Results summary for M7

Inconclusive - 13

Human - 4

Non-human - 28



Inconclusive – 13 (29%)

- No results with human genetic markers

- Possibly non-human or presence of inhibitors



Determine species

(animal)

12 (43%)

Non-human – 28 (62%)

Not determine species

(animal)
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Methods described for 

determining species

and dog genetic profilingand dog genetic profiling



Mass Spectrometry - ESI-MS (electrospray ionization mass spectrometry)

Comparison of hemoglobin subunit masses

between Canis familiaris and Human

23262



Cyt B

Int J Legal Med. 2000;114(1-2):23-8.

Species identification by means of the cytochrome b gene.

Parson W, Pegoraro K, Niederstätter H, Föger M, Steinlechner M.

Int Congress Series. 2006, 1288: 103-105.

Analysis of inter-specific mitochondrial DNA diversity for accurate species 

identification.

16s+

identification.

Pereira F, Meirinhos J, Amorim A, Pereira L.

23222, 23228, 23233, 23234, 23257, 23269, 23272, 23239



Dog mtDNA CR

Forensic Sci Int Genet. 2009 Dec;4(1):49-54.

Forensic analysis of dog (Canis lupus familiaris) mitochondrial DNA 

sequences: an inter-laboratory study of the GEP-ISFG working group.

Int J Legal Med. 2007 Sep;121(5):411-6.

Molecular characterization of the canine mitochondrial DNA control 

region for forensic applications.

Eichmann C, Parson W.

sequences: an inter-laboratory study of the GEP-ISFG working group.

van Asch B, Albarran C, Alonso A, Angulo R, Alves C, Betancor E, Catanesi CI, 

Corach D, Crespillo M, Doutremepuich C, Estonba A, Fernandes AT, 

Fernandez E, Garcia AM, Garcia MA, Gilardi P, Gonçalves R, Hernández A, 

Lima G, Nascimento E, de Pancorbo MM, Parra D, Pinheiro Mde F, Prat E, 

Puente J, Ramírez JL, Rendo F, Rey I, Di Rocco F, Rodríguez A, Sala A, Salla J, 

Sanchez JJ, Solá D, Silva S, Pestano Brito JJ, Amorim A.

23222, 23224, 23239



STRs

Electrophoresis. 2009 Jan;30(2):417-23.

A new autosomal STR nineplex for canine identification and parentage testing.

van Asch B, Alves C, Gusmão L, Pereira V, Pereira F, Amorim A.

23232



http://diagnostics.finnzymes.fi/canine_genotypes.html

Canine Genotypes™ Panel 1.1

Microsatellite assay for dog parentage testing and identification

STRs

18 STR loci18 STR loci

23228



Human – 4 (9%)

Laboratories report...

STR data (Aut, Y, X) - 3

mtDNA data - 1

23230, 23245, 23263, 23358

mtDNA data - 1



23230

Only reports mtDNA data for M7

23230 reports consensus results for all other samples



23245, 23263, 23358 All report STR data for M7

Does not comment the STR data obtainedDoes not comment the STR data obtained

All report consensus results for other samples except 23263 (especially bad in mtDNA)



23245



23263



23358



23245, 23263, 23358

These 3 labs only report STR data for M7

Apparently complete profiles

Profiles are not shared between labs – distinct profiles

Profiles are not shared with any of the other CQ samples

Contamination / sample switch with routine casework



Summary for M7 results

Nearly a third (29%) of participating (forensic?) laboratories are not equiped

for species determination of unknown samples. Most laboratories base their

conclusions on suspicions (due to non-amplification of human specific

markers).

The remaining two thirds (62%) are able to confirm non-human origin of the

samples; nearly half of these (43%) can identify the species.

The method of choice for 75% labs who identify species is analysis ofThe method of choice for 75% labs who identify species is analysis of

Cytochrome b region of mtDNA.

Nearly 60% of labs which confirm non-human origin of the sample, base their

conclusion solely (?) on preliminary analysis results.

Finally, there are 4 labs (9%) which claim M7 is of human origin by reporting

human genetic marker results.



Recent Pat DNA Gene Seq. 2008;2(3):187-99.

Identification of species with DNA-based technology: current progress and 

challenges.

Pereira F, Carneiro J, Amorim A.

Review of methods, e.g.

Forensic Sci Med Pathol. 2010 Sep;6(3):195-206.

DNA typing in wildlife crime: recent developments in species identification.

Tobe SS, Linacre A.

Species identification

Nucleic Acids Res. 2010 Dec;38(22):e203.

Identification of species by multiplex analysis of variable-length sequences.

Pereira F, Carneiro J, Matthiesen R, van Asch B, Pinto N, Gusmão L, Amorim A.

Am J Forensic Med Pathol. 2011 Jun;32(2):180-2.

Discrimination between human and animal DNA: application of a duplex 

polymerase chain reaction to forensic identification.

Tozzo P, Ponzano E, Novelli E, Onisto M, Caenazzo L.

Current methods, e.g.

Tobe SS, Linacre A.


