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Modulo forense /Forensic module
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M7 — Non-human blood (dog)




Participating Laboratories - 45

Results summary for M7

Inconclusive - 13
Non-human - 28

Human -4




Inconclusive — 13 (29%)

- No results with human genetic markers

- Possibly non-human or presence of inhibitors

23169 most likely blood stain of non-human orgin
23229 La muestra M7 a pesar de haber sido extraida dos veces, no ha dado lugar a ningin resultado
para la bateria de analisis de rufina del laboratorio. No pueden aportarse datos.

23236 La muestra M7 no amplifico para ninguna de las plataformas de STR utilizadas por nuestro
laboratorio. Este resultado plantea que dicha muestra contiene ADN de origen NO HUMANO, o
que contiene inhibidores para la amplificacion por PCR los cuales no pudieron ser eliminados
mediante la extraccion organica a la que se sometio a la muestra.




Non-human — 28 (62%)
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Methods described for
determining species
and dog genetic profiling




WERS Spectrometry - ESI-MS (electrospray ionization mass spectrometry)

Comparison of hemoglobin subunit masses
between Canis familiaris and Human
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23262 Nao foi detectada na amostra M7 a presenca de DNA humano em quantidade minima para os
exames. A analise do especiro de massas da amostra utilizando ESI-MS indicou compatibilidade
CoMm as massas das subunidades da hemoglobina de Canis familiaris. Nao foram observadas
nenhuma das subunidades de hemoglobina humana.




Cyt B 16s

2000;114(1-2):23-8.
Species identification by means of the cytochrome b gene.

) ) ) )

2006, 1288: 103-105.
Analysis of inter-specific mitochondrial DNA diversity for accurate species
identification.

e

23269 M T La muestra M 7 pertenece a una muestra de sangre de Canis lupus familiaris. Fue
determinado por secuenciacion de la region 165 del ADN mitcondrial.

23228 Muestra M7 Se realizo una bisqueda mediante la herramienta BLAST de la secuencia del gen
citocromo b del ADN mitocondrial obtenida. Esta secuencia fue identificada como perteneciente a
la especie Canis lupus familiars.

23222, 23228, 23233, 23234, 23257, 23269, 23272, 23239




Dog mtDNA CR

2007 Sep;121(5):411-6.
Molecular characterization of the canine mitochondrial DNA control
region for forensic applications.
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2009 Dec;4(1):49-54.
Forensic analysis of dog (Canis lupus familiaris) mitochondrial DNA
sequences: an inter-laboratory study of the GEP-ISFG working group.

23222, 23224, 23239




2009 Jan;30(2):417-23.
A new autosomal STR nineplex for canine identification and parentage testing.
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STRs

Canine Genotypes™ Panel 1.1
Microsatellite assay for dog parentage testing and identification

18 STR loci




Human — 4 (9%)

Laboratories report...

STR data (Aut, Y, X) - 3
MtDNA data - 1

23230, 23245, 23263, 23358
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23230 MT es una mezcla de M1 o M3 y otro individuo con las mutaciones 16069C v 16126C.

730 M7 es una mezcla de M1 o M3 v otro individuo con las mutaciones 16069C v 16126C.

comesponden al haplogrupo T1, vy el individuo restante pertenece al |"|.:JF'|LH;I|JI'FI-I:I J.

15-426, 15975-16418
17-426, 15975

Precinto Muestra JFR ER3 /FR DR/FR4
Samle
M7 557! 16418 15 H429
Ma 397, 16418 15 H429
: H429

23230 reports consensus results for all other samples
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23245, 23263, 23358 All report STR data for M7

23245 La muestra M7 presenta un perfil masculine Unico diferente al de las muesiras M1, M2, M3 y M4,

23263 No se pudo obtener una secuencia de ADN mitocondrial con [a calidad suficiente para s
analizada de la muestra 7.

Does not comment the STR data obtained

La muestra 7 corresponde a un individuo de sexo femenino

All report consensus results for other samples except 23263 (especially bad in mtDNA)
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Applied
Biosystems CC GHEP-ISFG 2011

GeneMapper ID v3.2
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Applied # 13354
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23245, 23263, 23358

These 3 labs only report STR data for M7

Apparently complete profiles
Profiles are not shared between labs — distinct profiles

Profiles are not shared with any of the other CQ samples

Contamination / sample switch with routine casework




Summary for M7 results

Nearly a third (29%) of participating (forensic?) laboratories are not equiped
for species determination of unknown samples. Most laboratories base their
conclusions on suspicions (due to non-amplification of human specific
markers).

The remaining two thirds (62%) are able to confirm non-human origin of the
samples; nearly half of these (43%) can identify the species.

The method of choice for 75% labs who identify species is analysis of
Cytochrome b region of mtDNA.

Nearly 60% of labs which confirm non-human origin of the sample, base their
conclusion solely (?) on preliminary analysis results.

Finally, there are 4 labs (9%) which claim M7 is of human origin by reporting
human genetic marker results.




Species identification

Review of methods, e.g.
2008;2(3):187-99.
Identification of species with DNA-based technology: current progress and
challenges.

Vi

2010 Sep;6(3):195-206.
DNA typing in wildlife crime: recent developments in species identification.

]

Current methods, e.g.

2010 Dec;38(22):e203.
Identification of species by multiplex analysis of variable-length sequences.
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2011 Jun;32(2):180-2.
Discrimination between human and animal DNA: application of a duplex
polymerase chain reaction to forensic identification.
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